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Table 1 The origin of materi als
/ (t°hm—2)

1 ( ) 1998-04-06 225 s

2 ( ) 1998-04-06 150 s

3 ( ) 1998-04-06 12 0 N s

4 ( ) 1998-04-06

5 ( ) 1998-04-06 s

6 ( ) 1998-04-06 330 s

7 ( ) 1998-04-07 48 3 s

8 1998-04-08 300 s

9 1998-4-12

10 1998-4-11 300

11 1998-4-14 s

12 ( ) 1998-04-08 150 s

13 CPh. propingua) 1998-04-09

14 1998-4-09 s

15 1998-4-09

16 1998-4-09 s

17 1998-4-09

18 (Ph. tianmuensis) 1998-4-09 s

19 1998-4-09 s

20 1998-4-09

21 ( ) 1998-04-08 0.8 s
2 ERGH
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DNA ( 2).
22 RAPD
10 19 2 2
DNA Table 2 The sequences and anlification of primers

s DNA

OPB-15 5' GGAGGGTGTT3' 6 6
100 ~2 400 bp ° OPB20  5'GGACCCITAC3' 8 6
66 6.6 OPC01  5'TICGAGCCAG3 7 7
M, OPG-06 5 GAACGGACTC3' 3 3
81 8%, RAPD 1« OPC-07 5: GTCCCGACGC?:', 4 4
OPG-11 5 AAAGCTGCGG3 5 4
OPC19). OPG19  5'GTTGCCAGCCS 13 12
23 OPY-17 5 AGAGCCGTCA3' 4 4

10 OPY-13 5'GGGTCICGGT3 8
OPY-15 5' AGTCGCCCTT3! 8 5
DNA POPGEN 32 0 “ s

) C 3
C 2). :
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Figure 1  RAPD amplified fingerprints (primer: OPC19)
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Table 3 Genetic distance
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Studies on cultivars of Phyllostachys pxaecox with RAPD molecular markers

FANG Wei', HE Zheng-xiang”, HUANG Jian-gin's SHI Qian-jun', LIN Xin-chun'
(1. Bamboo Research Institute, Zhejiang Forestry College, Lin an 311300, Zhejiang, China; 2. College
of Forest Resources and Envionment  Nanjiang Forestry University, Nanjiang 210037 Jiangss  China)

Abstract: With RAPD molecular markers, 19 cultivars and 2 affinis species of Phyllostachys praecox were
analysed. Using 10 primers screened from 80 primers, 66 loci were amplified, and 54 of these were polymorphic
(81.8%). The UPGMA cluster analysis of POPGEN 32 program showed: (1) The cultivars and affinis species of
Ph. praecox can be divided by UPGMA analysis, and the Yongjia Lei Bamboo recognized as one of the cultivars of
Lei Banboo before doesn t belong to Ph. praewx. (2) The poduction of narrow-leaved Lei Bamboo and broad-
leaved Tei Bamboo mainly decided by manmagement. (3) The classification on bamboo under species based on
RAPD markers is somewhat reliable.
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