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600 ML 65 C 1
CTAB [ 10 mg kg ' Table 1 The origin of materials
CTAB, 50 mg°kg 'PVP, 1. 4 mol
L, 'Na, 20 mmol°L 'EDTA, 10 B, ~By Be~By ( )
mmol°L ' TrisHCl (pH 8.0), 350 E5263 Bs )
mmol °L 'B- ] L5 g (
mL , , 65 C B ( )
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Table 2 Ribonucleotide sequence of the randan primers and their amplified RAPD bands
S5 TGCG CCCTTC 11 8 S294 GGTCGATCTG 12 10
S12 CCTIGACGCA 16 14 S375 CTCCTGCCAA 9 6
S33 CAGCACCCAC 9 7 S387 AGGCGGGAAC 14 13
S TCTGIGCTGG 8 6 S426 GAGACGCACA 12 8
S51 AGCGCCATTG 8 6 S436 AAGCGACCTG 13 12
S66 GAACGGACTC 8 5 S450 TCAGAGCGCC 11 9
S108 GAAACACCCC 13 10 S456 TCGGCGGTTC 9 8
S199 GAGTCAGCAG 6 4 S466 GTCGGCTGAC 11 8
S207 GGCAGGCTGT 7 4 S467 GTCCATGCCA 13 12
S216 GGTGAACGCT 13 13 S468 ACATCGCCCA 9 7
S243 CTATGCCGAC 10 8 S481 GGGACGATGG 16 15
S253 GGCTGGTTCC 6 4 S484 AGTGCGCTGA 10 8
S266 AGGCCCGATG 5 3 S502 CACAGCTGCC 10 8
S269 GTGACCGAGT 12 9 S549 TGGCGATCTA 16 14
S279 CAAAGCGCTC 9 5 S590 CCGCATCTTG 9 7
315 251
15
20 1L, ddH,0 9. 8 “L, 2. 0 mmol L 'MgCh 2 “L, 10X buffer 2 “L, 0.1 mmol®
L 'dNTP 2 ML ( )y 0.2 mmol°L 2 1, DNA 5 ng, 83.35X10 °
kat°L ' TagDNA 0.3 ML ( )s PerkinElmer 9600 ,
. 94 C 2min , 38 94 C 30s 40 C 30s 70 C 90 s;
72 °C " 7min, 4 C 10 g kg | ( ) . GeneRuler 100
bp DNA , VDS
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RAPD analysis of DNA polymorphism of parasitic Beauveria bassiana
in Monochamus alternatus

YANG Yi"?, ZHOU Zu-ji's ZHANG Li-qin’s MA Liang-jin’s LN Xin-chun’, GAO Jie"’

(1. College of Forestry and Horticultur, Sichuan Agricultural Univessity, Yaan 625014, Sichuan, China; 2.
School of Tife Sciences Zhejiang Forestry College, Linan 311300, Zhejiang, China)

Abstract: DNA amplified fingerprints of 21 parasitic Beawveria bassiana strains in Monochamus altematus from
different sources were tested by means of RAPD technique. Distinct genetic diversity among 21 strains of parasitic
B. bassiana in M. alternatus was found. The results of clustering analysis showed that 21 strains can be divided
into two groups: (1) Bi, Bis, Bsy Bs, Be, B7, Bs, Biz, Bz, B, F-263, Bs, B2, Bu, B, B, and Be; (2)
B3, Bis, By2, By7. DNA polymorphism of B. bassiana was orrelated with geographic origins, but not with the
virulence to M. altematus larvae. [ Ch, 2 fig. 2 tab. 11 ref. ]
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