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., Hindlll EoR 1, Taq

TaKaRa . . 3X CTAB [ 100 mmol °L 'Tris-HCI (pH 8. 0), 25
mmol°L. 'EDTA, 1.5 mol°L 'NaCl 30 g°L 'CTABJ; [ [200 mmol “L 'Tris- HCI (pH
8.0) 50 mmol °L ' (EDTA ) (pH 8 0), 250 mmol °L ' (NC1)] 5 I
(100 mmol°L. 'EDTA, 30 g°L ' PVP, 2% B ) 11 [ 50
mmol°L ' Tris HCl (pH 8.0), 50 mmol L. 'EDTA, 150 g°L ', 20g°L ' PVP, 2% B-
1 IV[ 50 mmol °L"Tris-HC1 (pH 8 0), 50 mmol °L.'EDTA, 250 mmol °L ' NaCl,
150g°L ', 20g°L 'PVP; V 0.4 mol°L ., 20g°L 'PVP, 2%
B- 1: SDS [ 100 mmol“L ' TrissHCl (pH 8.0), 20mmol°L 'EDTA, 0.5 mol L 'NaCl
15g°L 'SDS, 20g°L 'PVP, 2% B- l.
1.3 DNA
DNA o : CTAB
[, CTAB I, CTAB Il CTAB IV SDS DNA. .
DNA . ; , DNA.
1.3.1 % #L CTAB # 5k Clark'” .
1.3.2 AR CTAB* I 200 mg, , 30 mg PVP-
40T, . 1.5 mL [ 20MLB- . .
2 mL , 10 min; . 4°C 7000r°min ' 10 min, ; ( )1
mlL 65 C 3X CTAB . . 65 C 60 min; ., 10000 r*min ' 10 min,
. / ( %.1) 2, .2 NaCl (5 mol°L )
2/3 . ., —2 T ; . 10000 r°min ' 5 min,
75% 2, 1, . 60 ML TE
1.3.3 AR CTAB & 11 200 mg;, ) ) 1. 5mL IT,
: 2.0 mL , 5000r°min 5 min, , 1 mL
11, . 5000 r°min ' 5 min, . . CTAB 1
1.3.4 7R CTAB i III 200 mg, . . 1.5 mL I
1 . v o1, . CTAB 1.
1.3.5 AR CTAB &% IV 200 mg;, ) ) 1. 5mL V.,
. 2.0 mlL . 5000 r°min ' 5 min, .
CTAB 1.
1.3.6 7R SDS % 200 mg, . . 1.5 mL Vv,
. 2. 0mL . 5000 r°min ' 5 min, . 1 mL SDS ,
60 min. CTAB 1.
1.4 DNA
141 ¥ DNA GenQuan' " pro DNA /RNA 260 nm 280
nm . A0 s Ao/ A2 .
1.4.2 &k 80gkg | . . EB DNA
1.4.3 B &  Hindlll : 20 ML, DNA 1 #LI,  250. 05 nkat (15 U), buffer 2
ML, HindIIl EcoRI : 20 ML, DNA 1M, Hind Il EcoR 1 125. 03 nkat
(7.5U), buffer 2 L., . 37 C, 4h, 8.0g°kg ' . . EB

1.4 4 PCR ¥ ¥ #40 DNA , RAPD S107 3 “CTGCATCGTG-5 ) PCR
.. 201, DNA 30 ng, MgCl, 2.5 mmol°L ', 0.4 tmol°L ', dNTP 0.2 mmol ©
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1

L ', Tag DNA 16. 67 nkat (1U), 10X PCR 2 ML, :95C 300
94 C 0s 40 C  60s, 2 C 120 s, 41 72 C 300 s.
15.0 g°kg | .EB .
2 HERE4M
21 DNA
CTAB v 1 DNA
DNA ’ 5 Table 1 Concentration and purity of different DNA products extracted
DNA /(mg" L") / (*geg 1) A/ A
1 . 6 1 CTAB 692 0 207.8 2 015
DNA 2 CTAB 1 1506. 2 452.3 1 81
( )207. 8 ~590. 3 )ugogfl’ 3 CTAB 1I 1965. 7 590. 3 1. 747
4 CTAB 1l 1353. 7 406.5 1. 802
CTAB H DNA 5 CTAB IV 15358 461.2 1 O1
, DNA 6 SDS 1023.0 307.2 1. 895
CTAB
IV. CTAB I, CTAB 0I SDS ., CTAB DNA . 1 , 6
DNA A/ A2 1. 691 ~2. 015, CTAB 1 CTAB 11T DNA A0/ Axo
1. 800 s DNA , . CTAB I\ DNA
Agg() /Am() 1 @19 )
22 DNA
. CTB IV . 5 A1 12 2122 3-13-2 4-14-2 5-1 52 6-1 62
DNA , 48 kb ‘
CTAB 1 CTAB III DNA
’ ’ ’ DNA : b
4 i XADNA(48kb); 1-1£11-2: % CTABY:: 2-1512-2:
’ o ’ CTABi: | ; 3-1513-2: CTABiL Il : 4-1§14-2: CTAB
CTAB CTAB 1 £ 5-1405-2: CTABILIV; 6-1H16-2: Bl RSDSik
' B 1 RE ik RIRE EE A DNA £k B
4 Figuwre 1 Eledrophoretogram of DNA extracted with different methods
s CTAB [V SDS
, CTAB [V DNA s DNA
23 DNA
HindIll EcoR 1 6
DNA ( 2a)
( 2b). DNA
DNA
e 2 . 6 DNA
HindIll EcoR 1 M: 100 bp: I: % #ICTABiZ; 2: CTABI% | ; 3: CTAB
. W:11; 4: CTABILIIL: 5: CTABEIV: 6: i RSDS#:
DNA . 6 . CTAB I B2 K He DNA Hind (185 31(a) % Hind [1H=
DNA ( 3 9) EcoR 1 BB+ (b)E %
\ DNA Figure 2 DNA digested with HindIll(a), Hind[lland EcoR T (b)
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Comparison of methods of extracting genomic DNA from
Betula luminifera

XIE Yi-qing's LI Zhi-zhen's HUANG Ru—zhi’, XIAO Xiangxi's WANG Zhi-jie

(1. Fujian Academy of Forestty, Fuzhou 350012, Fujian Ching 2. College of Life Sciences Fujian Nomal
University, Fuzhou 350007, Fujian, China)

Abstract: Six methods including basic CTAB method, modified CTAB methods as CTAB I, CTAB II, CTAB III
CTAB 1V, and improved SDS methods were used to extract high-quality DNA from the young leaves of Betula
luminifera. The DNA samples obtained by the above methods were tested by agarosegel electrophoresis, restricted
enzyme digests and PCR. Results showed that the modified methods were better than the basic CTAB method in
tems of the quality of total DNA, but the effects of DNA extraction differed greatly. Among them, the modified
CTAB I method was the best for extracting B. [luminifera DNA fiom leaves. The comparisons of PCR patterns of

genomic DNA extracted with different methods showed that different extracting methods would affect the changes of
PCR patterns. [Ch, 3 fig. 1 tab. 13 ref.]
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