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AFLP-based sexual identification in Torreya grandis
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Abstract: Torreya trees can be monoecious or dioecious, and if they are monoecious, the male and female
cones may be on different branches. To identify young male and female seedlings of T. grandis, an
established AFLP (amplified fragment length polymorphism) analysis protocol along with thymine-adenine
(T-A) cloning and sequencing were applied to male and female T. grandis seedlings using 15 pairs of
primers. Results showed that the E-AGC/M-CAT marker revealed a band restricted to the female whose
sequence was not matched to any sequence from GenBank. This female-specific band was only available in
the female, monoecious T. grandis trees. It was inferred that monoecious trees were likely derived from
female trees. These results have laid a foundation for subsequent studies. [Ch, 6 fig. 12 ref. ]
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Figure 1 Leaf DNA fragments selectively amplified by the primer combination

of E-ACG/M-CAA, indicating no difference between the male of
Torreya grandis and the female of Torreya grandis ‘Merrillii’
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Figure 2 Leaf DNA fragments selectively amplified by the primer

combination of E-AGC/M-CAT, indicating the differ-
ence between the male of Torreya grandis and the

female of Torreya grandis ‘Merrillii” (The arrow indi-

cates the female specific band )
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Figure 3 Confirmation of the result indicating the difference between
the male of Torreya grandis and the female of Torreya
grandis  *Merrillii” (The arrow indicates the female specific

band)
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Figure 4 Leaf DNA fragments selectively amplified by the primer Figure 5 Leaf DNA fragments selectively amplified by the primer
combination of E-AGC/M-CAT, indicating no differ- combination of E-AGC/M-CAT, indicating no
ence among the female of Torreya grandis ‘Merrillii’ difference between the female and the monoecia

and the other female variants of Torreya grandis
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Figure 6 The PCR result of transformant-containing Escherichia coli
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