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Abstract: To shorten the juvenile period and promote early flowering in Carya cathayensis (Chinese hicko-
ry), the flowering mechanism of woody plants was studied. Female flower buds were plucked during three
periods: before, during, and after flower determination. Then the transcript-derived fragments (TDFs) as-
sociated with flowering were cloned using ¢cDNA amplified fragment length polymorphism (¢cDNA-AFLP)
analysis. Of the 278 TDFs, after sequencing and homologic analysis, 65 TDFs showed unknown functions,
whereas the others showed various functions including hormone synthesis, enzyme synthesis, cell signal
transduction, chloroplast synthesis, and photo-induction. [Ch, 2 fig. 3 tab. 17 ref.]
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cDNA-AFLP 737 . AL S I 33.68 1.92
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Figure 1 Total RNA extracted using CTAB method ("gﬁ‘ Sk £ ﬁ‘—% rr*ﬁ‘ )

Figure 2 Result of cDNA-AFLP analysis by A17T11 primers (arrows

show transcription derived fragments )
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5 R W AR FH T o B R A G G S B LR B AU, 6 A 5 AR KA A O A SR PR R I, 2
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