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Genetic diversity of endangered Artocarpus hypargyreus
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(Fujian Sanming Forestry School, Sanming 365001, Fujian, China)

Abstract: Genetic diversity of 5 populations of endangered Artocarpus hypargyreus was studied by random
amplified polymorphic DNA (RAPD). The results showed that there was great genetic diversity within A. hy-
pargyreus , the total percentage of polymorphic loci was 81.08% , and the average Shannon’s index of di-
versity was 0.231 9, Nei’s index of genetic diversity was 0.166 0, the coefficient gene differentiation index
(Gsp) was 0.737 8, gene flow (NV,) was 0.125 1. The gene flow between populations was very low, variation
among population occupied for 73.78%, while that within population occupied only for 26.22%. [Ch, 4 fig.
4 tab. 21 ref. ]
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SEUS AR IR F AR AR AR SR AR B SIS X PR K . e X EE A, SRR A B A
M, HIREWIE, AKZH T AEARRIEM, BT NFRE AR RS RS, Wik, HaeE
B R X BEMLE BOA K R A 3 Bk FUEEAR (BRI (BT BR 6400 5 m D b ), SREEFTREAREERE /ML, FF0% &
TR A % B R AR T e A VKA I SE 0 %, EE — 80 “CHEMIIR VKA PR A7 25 .
1.2 DNARE

R T CHE 0 7S Bk = W BRI B (CTAB) L, 2 B CMAE I 7 32 U DNA . FRELHE R 0.3 ¢
FeAr, IR TR AR, A 0.1 g R MMM RER] (PVP), #M AR E 1.5 mL B8
iy A 600 pL- 45 B ZE 65 CHY 2 x CTAB $HEZE whl, FBTINA 7 pL 2-5i3E 2/, eoriRs,
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weighted pai-group method using an arithmetic average) %1 RAPD $# 6 4 BEHLE] 4 = 51

éj\*ﬁ o Table 1  Sequences of 6 random primers used in RAPD analysis

2 HER G 51 1

2.1 5l¥iFiE 5248 GGCGAAGGTT
BEALS P F A T A TRAERAR, H 5249 CCACATCGGT

5 INDNA KE &L (BEASFREGE 1 ASFE ) X BERL S8 $262 ACCCCGCCAA

PEAT O BE, AN 60 A 51 PO i S237, S248, 5263 GTCCGGAGTG

S249, S262, S263, S271 %F 6 AP HE LKA MW, E $269 GTGACCGAGT

S5 (1), MraE AR, $271 CTGATGCGTG
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R 37 AN, Hh 2K 301, BB EN A EH RN 81.08%, Il G LA LS
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Figure 1 RAPD amplification products from primer S263
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Figure 2 RAPD amplification products from primer S269
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Figure 3 RAPD amplification products from primer S271
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Table 2 Genetic diversity of Artocarpus hypargyreus

SREMERE RO 0031 9. & R T £ izl 37 3 8.11 0.188 5 0.135 1
BEPESS 2l 0.219 3. Hoob I 85 1O Ak ﬂf& 37 6 16.22 0.1819 0.120 2
FEREE. % 0261 7. HA R W i i 37 5 13.51 0.236 1 0.169 1
N S = S5l BE > M BB BE > K 25 K 37 9 24.32 0.261 7 0.182 0

=JC 37 7 18.92 0.228 5 0.156 5

#E, /N AKEFBEACAE 0181 9, M
*£2 FP—IDE, i Nei 858U B I EFEAR P 37 16.22 0219 3 0.152 6
B Z R 0.166 0, & FhEEEHY WE I 37 30 81.08 02319 0.166 0
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et B W FE 3, HEARMBEER MR Go N Table 3 Genetic differentiations among 5 populations

0737 8, HEARMIBIEAFA 73.78% A7 1E T FilE 2 estimated by Nei” index

), HA 26.22%M) 8% A2 AR THBEN, X595 519 Hy Hs Ca
iy ¥ S5 DOTGE Wi AE A W) 2 K2 Abies ziyuanensis BT $248 0.250 5 0.133 6 0.481 0
SEIAHL, T UL R ARP R (] A o AL R R R e, R $249 0211 8 0.063 8 0.664 3
HEN I o R A $262 0278 1 0.086 8 0.636 5

FEHEW N, BT B 258 0125 1, B EAEAR

5263 0.296 7 0.009 8 0.973 4
AYANSY f N7l Vi3 Ny = . = }k‘ > 3
MRS RN, G N BT OR
T T 4008 4 53 56 T 45 10K 20 £ 75 3 2 1 T
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A 5 DRI AN S8 A o AR B 2 B LA 7 R AR b
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WY EEEEFR AR o PR AR RE 1] 9 358 1% R B 35 14 A1 of Artocarpus hypargyreus
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Figure 4 UPGMA dendrogram for populations of Artocarpus
hypargyreus
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