AT R AR K F IR, 2019, 36(6): 1174-1181
Journal of Zhejiang A&F University
doi:10.11833/j.issn.2095-0756.2019.06.015

ML ilERMRENEYFSFE, RERREAES
FHatte, ARE, K2, &
(T RHE K22 MegBe, TR 1% FH 471023)

FE. 3694t R Ligustrum x vicaryi Bt stmm R S 1T Corynespora cassiicola 347 7% 5% AMFHE
W, BAERESTRAARLBHR, AZBROTE R AE 20 s, SRt A RERA, WEBRARTH
AfeRd; RABRZLARKZBEIMNERRRE, pHIL, ABABARNARRARLARG YA, RABARTHE
T sk E LT RE F 8RN, ¥R R E 8 (DNA-ITS, B-tubulin A B A= ef-la A B I3 M 5)5, f& GenBank 24T
FA st ) MEGA ST A RK F RS, RAARBEEMELZALFTRMAM, EREAN., 2IHBEDR
Egmrt b LR AT T L AER HRFIREA LA EERO) AR TAAL SR ELE K, $EHhEK
HREREH25C, SCRELAEK,; ZEHTOE pHAAA 4~11 BHHRa A K, R A KM pHAL A 6~8; LB H
(1I2h RB/I2h ZAA THLAK, $IBHREGHNASHERR, SEFBENRERS, TOhPEEFL
RESVRR, mEM TRk, £27F % L5 & C cassiicola ™ T1EF 2K 4N, & T2 FEFIN Cucumis
sativus, % #n Solanum lycopersicum, 3RM Capsicum annuum Fo 3 S. melongena, &R ALt A L &9 B A of ] 2% 52
KANBEEF, &rtd REIRAERK, KT (DNA-ITS 53] | B-tubulin K B 53] Fo ef-1a KB 5o MG ZAKLF
METeth i by BARE AN BOARIE— NI, BREIFEA 100%, B8 K245 24

KB, mAMF; etk TR, IR0, AhFHE;, FALXFON

FESES: 54324 MERARERD: A XEHRE: 2095-0756(2019)06-1174-08

Characterization of Corynespora cassiicola from golden vicary privet based

on phylogeny, biology, and pathogenicity

WANG Shuhe, ZHOU Caiqin, ZHANG Kuiwang, LIU Huidi

(College of Forestry, Henan University of Science and Technology, Luoyang 471023, Henan, China)

Abstract: A new golden vicary privet (Ligusirum X vicaryi) leaf spot disease caused by Corynespora cassiicola
was found in Luoyang, Henan Province. To provide basic theoretical knowledge for diagnosis and control of this
disease, Corynespora cassiicola isolates collected from L. X vicaryi were investigated by morphology, biological
characteristics, pathogenicity, and molecular phylogenetics. Morphological examinations were made from cul-
tures sporulating on potato dextrose agar (PDA), as well as on host material. Diseased leaves were incubated in
moist chambers to enhance sporulation for morphological observations. The effects of temperature, pH, and light
treatment, as well as carbon and nitrogen sources on mycelial growth were determined. Pathogenicity tests were
performed by inoculating detached leaves from L. X vicaryi, Cucumis saiivus, Solanum lycopersicum, Capsicum
annuum, and Solanum melongena using one representative isolate. Sequences of internal transcribed spacer
(ITS) regions of ribosomal DNA (rDNA), the B-tubulin (tub 2) gene, and the translation elongation factor 1a
(ef-1a) gene were amplified, sequenced, and blasted in GenBank. Phylogenetic analysis was performed with
the concatenated sequence alignment of three genes, (ITS, tub 2, and ef~1a) using MEGA 6.0 software. A
multilocus phylogenetic tree was obtained using neighbor-joining analysis. Results showed variations in mor-
phology among origin of the conidia of C. cassiicola. Compared to those on PDA, conidia obtained from infected
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leaves had higher numbers of pseudosepta, and were longer. Biological characteristics analysis showed that the
fungus grew at temperatures ranging from 10 °C to 40 °C with optimum growth at 25 °C (P<<0.05) and no
growth being observed at 5 °C. The fungus grew at pH 4—11 and optimum growth was observed at pH 6-8. The
light period of 12 h (light)/12 h (dark) promoted mycelial growth of C. cassiicola compared with dark treat-
ment of all 24 h (P<<0.05). Maltose supplemented media showed maximum growth among the tested carbon
sources (P<<0.05). Among several nitrogen sources tested, peptone and yeast extract paste were found superior
for growth (P<<0.05). Pathogenicity tests revealed that the isolates from L. X vicaryi could infect L. x vicaryi,
C. sativus, S. lycopersicum, C. annuum, and S. melongena, and that there were differences in the time of ap-
pearance and size of lesions according to the hosts. Ligustrum X vicaryi was most susceptible to the isolates that
originated from L. x vicaryi. The phylogenetic tree showed that the three isolates of C. cassiicola from L. x vi-
caryi and all the isolates from C. sativus could be put into one clade (bootstrap value of 100% ). These analy-
ses showed that the phylogenetic lineages among the tested isolates correlated with host of origin and
pathogenicity. [Ch, 8 fig. 2 tab. 24 ref. ]

Key words: microbiology; Ligustrum x wvicaryi; leaf spot; Corynespora cassiicola; biological characteristics;

phylogenetic analysis
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FEEE . IVEMEVERY . AR D-FEE S Czapek BE 3RS A M, BN [RIRRIR ) 15 32 34, oAt )
@, @RI EEZ KA, Ll Crapek SR NFEARRE R DAHE AN BREE . RE.
L-RAEIR . R AR BRI Crapek REFRIETAGREEREN, AR R IRA A, HALRO,
123 ARG EZHmEN T SHEXNDESE Ik, EmREeM Lo, #K, &, BERUG R
(G2 v SR R, oAty 2~4 FrBCr AR B AR ECN 0.8% K A RR4MYA WM B 5 min,
TCHEKIRYE 3 ¥k, IET ) SRR EE N, AR D KRR AT, TEINTC KBRS, SR R DHE
P e O BRI e, TR — I B BB RO B A A TC A SO IR, R 2 BN iR
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Figure 1 Morphology of C. cassiicola
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Figure 2 Effect of temperature on radial hyphal Figure 3  Effect of pH on radial hyphal extension of C.

extension of C. cassiicola on PDA cassiicola on PDA
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Figure 4  Effect of light on radial hyphal extension of C. Figure 5 Effect of various carbon sources on radial hyphal

cassiicola on PDA extension of C. cassiicola
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Table 2 Pathogenicity of C. cassiicola to leaves of different hosts
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Figure 8 Phylogenetic tree based on the combined nucleotide sequences of ITS, B-tubulin and ef-1la genes
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