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Table 1  Ligt of materials tested in RAPD analysis

Prunus ameniaca cv. Seedling Apricot

1
2 P. ameniaca cv. Jintaiyang
3 P. cemsifera cv. Atopurpurea
4 P. salicina cv. Qingxiaol
5 P. salicina cv. Oishi
6 P. donetica cv. Tianmumili
7 P. ameniaca cv. Black Amber
8 P. salicina cv. Younai
13
DNA s 132
20 C 2 PCR
1.4 DNA o
20 ML, ddH2O 8 8 M1,
o1 1
2.0 mmol ° LL MgC12 3 ML, 10X buffer 2 L, 0.1 Table2 The primers used in this sudy and DNA polymorphism
_— . e .
mmol°L, DNTP 2 #I, 0.2 mmol °L 2 U1, amplified with different primers
DNA 2 M1, 1 (U) TagDNA
Perkin Elmer 9600 , S®2  GGA CCC AACC 11 11
. 94 C 2 min; 94 C 30s 40 C S43 GTC GCC GTCA 14 14
o . S44 TCT GGT GAGG 17 17
308 72 C _L.5min, 38 ; 72 S5l AGC GCC ATIO " “
C 7 min, 4 C ° S55 CAT CCG TGCT 15 14
2 UL 1% , Gene S8  GGC ACT GAGG 13 13
Ruler 100 bp DNA  Marker, VDS S197° GG GGA CCAC 10 10
S259 GTC AGT GCGG 12 10
S439 GTC CGT ACTG 12 12
1.5 S#40  GGT GCT CCGT 11 11
. S445 CCC AGI CACT 13 13
S446 CCA CGG GAAG 17 17
RAPD L S#47  CAG CAC TGAC 15 12
0. , S48 CCT CCA GTGT 13 13
F = 2my/ (my + my) $450  TCA GAG CGCC 14 13
F. My 2 s My 1 S452 CAG TGC TGTG 9 8
S453 GTC AGA GTCC 12 10
3 My S455 TGG CGT CCTT 15 13
1—F ) 8456 TCG GCG GTTIC 17 17
. S462 TCG GCA CGCA 13 13
\
2 RGN %4 250
21 RAPD .
20 C 2) PCR ) 264 , 250
: 94. 7%, 132 RAPD

22 .



42 2004 3

C D, d d>059 , , 3 d 0297 d<<0. 470
. , . [2]
, 0, , N
RAPD .

RS

[= NV T R B o I ey

|

0.16 024 032 040 048 056 0.64
RAEEEE

(=]
o
o
o0

B 1 A& RAPD R& B
Figure 1 The RAPD cluster graph of teded materials
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1. Seedling Apricot; 2. Jintaiyang; 3 Atopurpures; 4. Qingxiaoli; 5 Oishi; 6. Tianmumili; 7. Black Amber; 8. Younai
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Figure 2 The PCR-map of S445 of different cultivars of plum and apricot
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Genetic relationship of myrobalan plum. plum
and apricot cultivars by RAPD analysis

CHENG Xiao-jian', YANG Ping', LIN Bo-nian’, ZHENG Bing-song'
(1. School of Tife Sciences Zhejiang Forestry College, Linan 311300, Zhejiang, China; 2. College of
Agriculture and Biotechnology, Zhejiang University, Hangzhou 310029 Zhejiarg, China)

Abstract: To provide evidence for conservation and identification of genetic relationship among myrobalan plum,
plum and apricot cultivars and testify the traditional morphology-based taxonomy, genomic DNA s of 8 accessions are
amplified by RAPD (random amplified polymorphic DNA ) with 20 primers selected from 132 random primers. The
result shows that they are all of polymorphism. 264 fragments had been amplified, with 13.2 RAPD fragments
anplified from each primer on the average. Clustering analysis shows that myrobalan plum, plum and apricot
cultivars can be distinguished by RAPD; there is some genetic relationship among them; and the distance between
varieties of each genus is different. The genetic distance reflects genetic relationship among tested materials. It has
been proved that RAPD technique can be used for the classification and identification of genera. We can identify
each cultivar of tested materials by DNA fingerprints and the specific bands. It shows that RAPD can be used for the
identification of species or cultivars. [ Ch, 2fig. 2 tab. 12 ref.]
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