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1.1
5 , ,
, , 3 .
12
, , , , , TRIS, CHAPS, SDS, ; pH
(IPG strip pH 3 ~10, NL, 24 cm), Ampholyte pH 3 ~10, 2-D clean up , ,
Amersham ; , , . Mill-Q
1.3
Ettan TM IPGphorTM » Ettan TM DALT Six s Typhoon 9400
, DeCyder Image Quant TM V5.0 ; Amersham ; PSOMX
s Hitachi ; UV8200 Hitachi
14
L4 1 »tH &% 9% & TCA- : '
. 2-D Quant kit
1.4 2 RAEFLES R AL G 1 oD-DIGE
IS CY2 CY3 Table 1 2D-DIGE experimental design for Giminghamia lancolata
’ L. CY2 CY3
: 30V, Gel 1 (wniroD) (dwarf)
12h; 500V, 1h; 1000V, 1h; 8 Gel2 (@ntro) (dwarf)
000V, 8h. SDS-PAGE Gel 3 (ntrol) (dwarf)
125 g°L ',
: 20W, 45min; 60 W, 8h, Perales ! .
1.4.3 BE&p a5 48 432 . Milli-Q . Typhoon 9400
PIM : CY2, Blue2 (488 )/600;
CY3, Green (530 )/ 680. DeCyder Image Quant TM V5. 0
2 HRERA
, SDS-PAGE 488 nm 530 nm 2 ,
1 Gel 3
. 3 DeCyder 5. 0 ) Gel 3
s 1215 ; 1179 s (
) 906 77%.
. 2 Gel 3 . 17 18
3. Gel3 , 17 ,
35.72 , 8.04 24 2 kDa; 18
) 6.0 , 525 22 2kDa,
. 124 20%,
14 2.2 , 15 30 s
( ). ) 29
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Figure 1 ~ The 2-DE fluorescence map of proteins from Cunninghamia lanceolata leaves
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Figure 2 The 2-DE map of proteins from CGumninghamia lanceolata leaves
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(GA ) 2 2-DE
(BR) ; Table 2 Protein spots with increased volume in the mutant
(TAA D H / kDa
5 461 7.14 5.7 3%
18] 7 7 4.34 4. 1 3,07
° 8 639 611 31 2%
’ 9 677 5.10 3L 6 28
(RP- 10 731 5.20 R5 2.9
HPLC ) 11 75 4.99 28 4 2.5
12 766 7.04 27. 4 3. 10
13 769 5.89 %5 2 67
, 15 788 460 2. 0 2.8
GAs . TAA 16 795 7.56 2.9 314
18 857 525 22 6.0
1740 ~ 1710, 21 99 5.94 17. 9 3 8l
(ABA). (ZT ) 22 1 014 6 14 17. 4 297
(ZR) > 24 1 060 5.04 16. 2 23
b
GA 2-DE
GA Table 3 Protein spots with decreased volume in the mutant
o b
/ kDa
° 10 ° 4
*Copalyl (CPS). 1 177 5. 60 2 8 —4. 57
KS) 2 183 5.39 8. 2 —3.30
- KS). - 3 264 5.03 68. 0 —5.2
19- (EKO). - 4 282 5.02 63. 4 —7.30
7B . CAp- 6 471 7.91 46, 6 —3. L
14 773 5.58 2% 7 —4.7
. GA7- (GA70x ) +GA 13- 17 36 3 04 n 2 37
(GAjnpx ) GAx- 19 953 7.75 19.7 —4 3
20 99 7.60 18.2 —7.19
(GApox)- GA (GA
DOX P i } 23 1019 7. 64 7.5 —5 4
BBx)  GA,- (GAxx) s 25 1061 5.41 163 —5.57
26 1092 3.68 15 4 —4.59
) . . 27 1116 372 4.9 —4. 5
Arabidopsis thaliana 28 1 129 4.45 4.6 —4. 90
R 29 1218 454 3.1 —5 13
GA . )
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Proteome study of dwarf mutant in Cunninghamia lanceolata
by 2D-DIGE

HUANG Huabong', TONG Zaikang's ZHU Yuqiu's GAO Yanhui's XU Changshou’, HE Fu-ji
(1. Schodl of Forestry and Biotechnology, Zhejiang Foresty College, Linan 311300 Zhejiang China; 2.
Maxiao Forest Station of Linan City, Linan 311323 Zhejiang, China)

Abstract: To establish the maps of two-dimensional differential gel electophoresis, the dwarfing mechanism of the
mutant in Curminghamia lanceolata was analyzed. The leaves from momal and dwarf plants were gound into
powder with liquid nitrogen. The total proteins were extracted with the modified TCA-acetone method, labeled with
CY2 or CY3 mespectively, analyzed by 2D-DIGE. After electrophoresing, the gels wewre respectively imaged by
Typhoon 9400 using different emission filter and spot-features were analyzed by DeCyder sofiware in each paired
nomal/ dwarf comparison. The results showed that 14 unique pwoteins the had a 2. 2-fold increase and 15 proteins
that had a 3. O-fold decrease were found in dwarfed plants. These 29 proteins might be associated with the
dwarfing. [Ch, 3fig. 3tab. 9ref.]

Key words. forest tree breeding; Cunninghamia lanceeolata; dwarf mutant; poteome; differential gel
electrophoresis (DIGE)



