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Genetic transformation of Myrica rubra mediated by
Agrobacterium rhizogenes

HE Xin-hua" > CHEN Ligengz, GUO Chang*luz :
(1. Department of Horticulture, Guangxi University, Nanning 530004, Guangxi, China; 2. Department of
Hotticulture, Zhejiang University, Hangzhou 310029, Zhejiang, China; 3. School of the Ocean, Harbin Institute
of Technology, Weiha 264209, Shandong, China)

Abstract: Myrica rubra  (China bayberry) is a particular fuit tree to China. Tt is also a ideal tree species of
afforestation. The purpose is to establish a genetic trandformation system of Myrica rubra mediated with
Agrobacterium rhizogenes. Cotyledons, leaves, and stem segments of M. rubra © Dongkui’ and M. mbra
‘Boji” were infected with 4. rhizogenes R15834 containing a pDC202 vector carriing the LEAFY gene, which
controls floral meristem, cultured in 1/2 Murashige and Skoog (MS) or MS medium. Results showed that only less
than 10%of the cotyledons of M. mbra ¢ Dongkui’ induced hairy wots. Hairy roots were produced from new
seeds of M. mbra ‘ Dongkui” more easily than old seeds, and the cotyledons grew hairy roots on the 1/2 MS
media more readily than the MS media. By PCR and Southern hybridization test, it was proved that the LEAFY
gene of Arabidopsis thaliana was successfully transferred and integrated into a nuclear genome through cotyledons of
M. rubra ‘ Dongkui’ . [Ch, 2 fig. 10 ref.]
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