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Differential proteomics and its application in plant salt stress

MA Jin, LIU Zhi-gao, ZHENG Gang
(School of Landscape Architecture, Zhejiang A & F University, Lin’an 311300, Zhejiang, China)

Abstract: With the development of the proteomics technology, differential proteomics has drawn more and
more attentions of scholars both at home and abroad. Background and the latest development of gel technology
and non-gel technology of the differential proteomics are highlighted in this paper. The recent research pro-
gresses on the application of differential proteomics in plant salt stress are reviewed. The previous studies have
some deficiencies such as too much dependence on the 2DE-MS techniques, limited number of research ob-
jects, ineffective separation of related proteins, and inaccuracy in abundance analysis of differential pro-
teomics. The prospects for research on plant salt stress with the combination of differential proteomics and ge-
nomics techniques to illuminate the salt-tolerant mechanism at the molecular level are put forward. [Ch, 33
ref. ]
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