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Research progress on gene regulation in the flower development of orchid

TIAN Min, GONG Mao-jiang, XU Xiao-yan, WANG Cai-xia
(Research Institute of Subtropical Forestry, Chinese Academy of Forestry, Fuyang 311400, Zhejiang, China)

Abstract: Orchidaceae have unique floral morphology and structure including gynostemium and Labellum. Re-
cently, some homologous floral organ identity genes and meristem identity genes have been identified and sep-
arated from different orchids. These researches indicated that the homologous MADS-box genes played impor-
tant roles in the flowering transition and the floral morphogenesis of orchids. Especially, the B-function genes
might regulate the development of the floral perianth. This review summarized the recent progresses on the
flowering control in orchids. [Ch, 1 tab. 33 ref.]
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KREGR 1), MR — 4 3 i B e AR [ A AL Bl A ik, Hohar S T e S T AESM e 2 e Fii 5
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Table 1 ~ Representation of all the characterized expression patterns of orchid DEF-like genes in the perianth organs (revised)
S E S L/ i £ e B

PeMADS2 I /N2ZUSMIBE 2 Phalaenopsis equestris T2 Vandeae vV % %
DcOAP3A KA1k Dendrobium crumenatum B =% % Epidendroideae

PeMA DS5 I /N BB S P equestris JI R 2% Vandeae v Vv Vv
OMADS3 a2 Oncidium “Gower Ramsey’ B 2% 7% Epidendroideae

PeMA DS3 UL /N2 RS P oequestris Ji AR 2215 Vandeae Vv Vv
DcOA P3B ARAHED. crumenatum B 2% 1% Epidendroideae

HIDEF % 2 Habenaria radiate 2 J% Orchideae

PeMA DS4 IV N2 P equestris TR 22 )% Vandeae Vv
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