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Abstract: To discuss expression of the PeTPS1/PeSnRK1 gene and soluble sugar mass fraction in different
parts of Phyllostachys edulis bamboo during the process of rapid growth and to clarify their relationship with
this rapid growth, the relative expression of PeTPS1 and PeSnRK1 in the bamboo stump and the lower, middle,
and upper parts of the Ph. edulis bamboo shoot were analyzed at sunset (0 h), 4 h, and 8 h after sunset using
the quantitative reverse-transcriptase polymerase chain reaction (qRT-PCR) analysis technique. Also, the mass
fraction of soluble sugars was analyzed by the kit method. Results showed that the soluble sugar mass fraction
in the upper part of the bamboo shoot did not change. The mid-section of the bamboo shoot mass fraction at 8 h
after dusk compared to sunset was lower 2.2 times for glucose, 1.4 times for fructose, and 1.6 times for sucrose.

Nutrient storage mass fractions in the bamboo stump at 8 h after sunset compared to 8 h after sunset was lower
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for glucose (1.6 times), fructose (1.3 times), sucrose (1.4 times), and trehalose (1.3 times). Expression of the
PeTPS1 gene in the middle of the bamboo shoot was 4.8 times lower than in the lower part of the bamboo
shoot. Expression of the PeSnRK1 gene in the bamboo stump compared to the other parts was higher at 8 h af-
ter sunset and was 1.7 times higher compared to dusk. These results could provide new insights into the
mechanism of rapid growth of Ph. edulis as well as direct fast-growth and breeding of other trees. [Ch, 4 fig. 1
tab. 35 ref. ]
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Table 1 PCR primers used in this study

S 24 R ¥ 3 H i
PeSnRK1-F ATGGAGGGAGCCGGCAGAGATGCGA BEDA I B2 HE (ORF) 74
PeSnRK1-R TCAAAGGACTCTCAGCTGAGTTAGA
PeSnRK1-F AGCTCGACGATGAAACCCTT 6 iF PCR
PeSnRK1-R TTCCATAGAACCGTACTGCCTA
PeTPS1-F ATGGACACCTACGCCGCGGAGCCCGCCTC 3 PR T ) 5 AE (ORF) 37 1%
PeTPS1-R TTAATCAGCAGTGCTAGACTGGAAGCCAGT
PeTPS1-F ACTCCCTAGTCGGACGGCAA P 1 PCR
PeTPS1-R CATGCTCTGCCGCCAACCAC
PeNTB-F TCTTGTTTGACACCGAAGAGGAG Pt i PCR
PeNTB-R AATAGCTGTCCCTGGAGGAGTTT
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ArEamricsk s th g, 5B EE (CAEH) o
1.7 HELIE
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Figure 1 Changes of bamboo shoots soluble sugar mass fraction in different parts of Phyllostachys edulis
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2000 bp

PeTPS1 PeSnRK1

B2 Z4 PeTPS1 % PeSnRK1 # F cDNA 434 %, 0k B
Figure 2 Electrophoresis map of Phyllostachys edulis PeTPS1 and PeSnRK1 amplification on 1% agarose gel
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MRF AR, DA KW BAT A P AT AR R A 1 A KA K 18, PeSnRK1 Fik g, ik
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Figure 3 Change of bamboo shoots PeTPS1 relative expression Figure 4  Change of bamboo shoots PeSnRK1 relative expression
in different parts of Phyllostachys edulis in different parts of Phyllostachys edulis
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PeSnRK1 k5 B, Pl A LLE s, T PeTPST AR F KB, AT BRI T B o8 A
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