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Supplementary table 1 ~ Differential changes in TOP20 differential metabolites expression across comparison groups in soil samples of 4 different degraded

alpine meadows
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Supplementary figure I ~Chromatogram of metabolites with the TOP 20 differentially expression in soil sample of NDM in positive (A) and negative

(B) ion modes
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Supplementary figure 2 Chromatogram of metabolites with the TOP 20 differentially expression in soil sample of LDM in positive (A) and negative (B) ion
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Supplementary figure 3 Chromatogram of metabolites with the TOP 20 differentially expression in soil sample of MDM in the positive ion mode
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Supplementary figure 4 Chromatogram of metabolites with the TOP 20 differentially expression in soil sample of SDM in the positive ion mode



	

