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Analysis of the genetic diversity of Pinus taiwanensis populations

TANG Juan*juanla FAN Yi*mngza ZHU Muyuanl

(1. Faculty of Life Science: Zhejiang University: Hangzhou 310012, Zhejiang. China: 2. Faculty of Landscape
Architecture and Art, Zhejiang Forestry College Lin’an 311300, Zhejiang, China)

Abstract; The genetic diversity of 10 Pinus taiwanensis families are analyzed by RAPD molecular markers. 17
primers and 38 polymorphic loci are screened from 206 random oligonucleotide primers- The mean Shannon Wevieis
diversity index is 4.525 1, which ranges within 0.010 2~0.050 4. The genetic diversity level of the family
(Yuyao X Wenshi ) is the highest and its Shannon Wevieis index is 7.965 8. Genetic distance is calculated
according to 38 polymorphic loci and clustering analysis is carried out- 10 clustering families can be divided into 3

groups at the point of the genetic distance 0.42.

Key words: Pinus tawanensis; random amplified polymorphic DNA (RAPD ); genetic diversity; clustering

analysis



