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Pooling designs based on clone library screenings

GUAN Yu
(School of Science, Zhejiang Forestry College, Tinan 311300, Zhejiang, China)

Abstract: A pooling design based on clone libraty screenings is an experimental strategy to find clones with special
nucleotide strings; it is also an algorithm of combinatorial group testing. A binary conjunctional matrix, sometimes
called a disjunct matrix, with a row rmesponding to an experiment and a column to a clone, is usually used to
represent the pooling design. Since errors exist during biological experiments, a disjunct matrix should have
detecting and correcting capabilities. Utilizing the inclusion relationship between two subsets or subspaces, disjunct
matrices with the same number of elements 1 in each ow and column were constructed. However; the experimental

number of elements was greater than the lower bound of information. [Ch, 13 ref.]

Key words: clone library; pooling design; goup testing; disjunct matrix; bound of information



