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Genetic diversity of Ostrya rehderiana revealed by RAPD markers
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Abstract: Osirya rehderiana is under first class national in China, only distributing in National Nature
Reserve of Mount Tianmu, Zhejiang Province, and having only five wild trees ( namely No. 1, No.2, No. 3,
No. 4, and No.5) in the world. The five trees were fingerprinted using random amplified polymorphic DNA
(RAPD) markers with 18 primers being screened. A total of 176 DNA base pair (bp) fragments ranging from
200 bp to 2 800 bp were amplified with 88 of these bands being polymorphic (50% ). Based on genetic
distances, relationships among the five individuals were constructed using Unweighted Pair Group Method with
Arithmetic Mean (UPGMA). Genetic distance positively correlated with geographic distance. Because No. 1
was located further from the other four, it was clustered into one group alone. Therefore, more attention should
be given to the tree of No. 1 [ Ch, 5 fig. 2 tab. 8 ref. ]
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RAPD ( F#LY 1 2 4% DNA) -PCR #"#47E Perkin-Elmer 9600 ( PE 9600) ¥ #4{X b 4T, %20 pL
VAR Z 2.5 mg - L' #&H, 0.3 wmol -L™' 54, 1.116 9 mkat - L™ Taq B, 0.2 mmol - L'
dNTP, 2.5 mmol +L™'Mg**, 10 x Buffer 2 wL (iAKW A LAY TREAA), YIEEFR. 94
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Figure 2 The result of the DNA electrophoresis
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Table 2 List of twenty primers, their sequences, and amplification results
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Figure 3 The result of the primers screened

519 JP5l 5" ~3' SRR 2R LI %
S100 TCTCCCTCAG 8 4 50.0
S117 AGGGCCGTCT 9 6 66.7
S118 GTCAGGGCAA 9 6 66.7
S119 CCAGTACTCC 11 8 72.7
S122 CCGCCTAGTC 13 9 69.2
S125 AGTCGGGTGG 10 5 50.0
S126 CTGGGTGAGT 12 6 50.0
S127 AAAGGGGTCC 12 6 50.0
S128 GAGTCAGCAG 14 11 78.6
S131 TCTGGACGGA 7 2 28.6
S133 GACCAATGCC 10 1 10.0
5148 GAAGCCAGCC 8 7 87.5
S153 AGATCCCGCC 8 5 62.5
S158 CCTGCTCATC 8 4 50.0
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&R A
514 P55 ~3" SR EZ5Yiig1 LW HTIL %
S191 AGTCGGGTGG 8 1 12.5
S198 GGCTGGTTCC 7 1 14.3
$220 GACCAATGCC 12 3 25.0
$221 CATCGCCGCA 10 3 30.0
At 176 88 50.0

2500 bp
2000 bp
1500 bp

1000 bp

500 bp

S125 S127

B4 8125 fo S127 5144 ¥ &R
Figure 4  The result of amplipication with S125 and S127 primers amplified
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Table 2 Matrix of genetic distances
2
G 1 2 3 4 5 —

3

2 0.366 5
4

3 0.461 0 0.180 1 5

4 0.4169 0.2007 0.207 6 0 0.1 0.2 _ 0.3 0.4 0.5

oA B 2
5 0.4343 0.1733 0.2652 0.1335 Hs5 #EEBRREA
Figure 5 Dendrogram based on the genetic distances generated
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